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<210> 1 
<211> 1731 
<212> DNA 

<213> Caenorhabditis elegans 



<220> 

<221> CDS 

<222> (1)..(1731) 



atg gcc gac tta ttg ggt ate gtg gcc att gtg tie ttc tac gtg etc 48 
Met Ala Asp Leu Leu Gly He Val Ala lie Val Phe Phe Tyr Val Leu 

R 10 1^ 
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cu ... m a.. ;:: 

„e leu Va. Val Gtv He Trp Ala CI, Ar, I,. Ser l,s S= Se, Ivs 



96 



20 



«g C. ga. lea f. gcc ggc g« gcg acg gaa gag gU a.g ..a gc. 
r« L c,„SerG>.MaG.,.UAUTb,G.»m»Vai.e, U» AU 

45 



144 



35 40 



192 



240 



^ 3,3 aac a.c gga ac, C. g.c gga a., uc ac. a.g ae. gcc .eg 
A^g As« ne C>, Th, te.va. C„ ... m «=. m AU tl,, 
50 55 

la. .It ggc ggl get tat ate aat gga acc gee gag get etg tat aat 
val or/cI/Ma Tvr ne Asn Glv m Ma Glu Ma Leu Tvr Asn 

65 ^0 

gga ggt etc ctt gga tgt cag get eea gtt gga tat gca att tec ctt 288 
fv GIV Leu leu Glv CVS Gin Ma pro val Glv Tvr Ma He Ser Leu 

85 90 

ri) tie gca aag aaa atg cga gaa gaa gga tat 336 

rr:: ^: us.. A. o,.o,.o,,., 

100 '«5 

a.g cu ga. cc. ... cag cac ... ... ggc - eg. a.c gg. 3g4 

U. th, «e. U. ASP pro Phe Gin H.s Ivs Tvr Gl, G n Arg ... Gl, 
115 '2» ' 

..g ..g .a. g.. cc. gca C. C. gg. gaa ac. ..e .gg >" gca M2 
Z l\ ^ v.. pro a,. L.. G1« T.. n, rrp nr AU 

toe 140 

130 

,cc a.. C. .eg gca C. gg. gca ac. Cg .eg g.a a.. cU gga ..c 480 
r. L se! AU U. G.V AU nr U„ ser v., .,e le. Gl, .U 

145 >5» 
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gac .tg ... to. .0. m ace c.t leg icc .i. ... »« g.a ..o ..c 528 
A. A., S.r v., U« Se, A,. Cs Ue A,. v„ e Tvr 
165 "» 

,c. ..c ,cc Ui gga ..c ... go. S.C gcg ..c .C gac g.c gU c.. 5,6 
tk, T*r C„ 0., TV, T,r A,, v., A.. Tvr T.r Asp v., G.. 
180 "5 "° 

uliLc^nePheV.l 01, UU «?.V.. CS V.1 pro Al. Al. .e. 
,95 2«» 

.,g ca. g.. gg. gcg ..8 g.. ... '« Z 
vl! His ASP O.V Ala ivs ASP ... Scr Arg As. M. Gl, Asp Trp ... 

oic 220 

210 

gga gag a., gs. .^a.'" aa. ga. ac. .c. c.c .gg ... g.. ..g 720 
X C.u .1. G„ P*e lys CI. thr Ser U. Trp .1. Asp C,s Me. 
225 2S« 

C. CO C. g.c ... gg. ^a ... CO. .gg c. g.g ..c ..c 
ul U„ U. Va. P.. 01, ... pro Trp O.n V.. T,r P.. p Arg 
245 250 

g„ c.c ICC .« ... .c. gc. c. gg. gca cag .eg ..g log ... g.g 816 
tl U. S., S.r L,s T.r Ala HIS 01, AU Gla Thr l.« er Phe v.. 

260 

gcg ggc g.c gg. 'gc a" «' 

of, V.1 ^, CS l,eUul...Ala.l.Pr.ProAl.U«...Cl, 

275 28» 

gc. an gcc .gg a.c ^ac .gl ag. .'S ga. U. .cc cca .gg 912 
Al. He Ala Arg As. Thr Asp Trp Arg K.. Thr Asp T,r Ser Pro Trp 
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OQC 300 

290 295 

,.c ... ... ac. .« ..c ... cc. cc. .a. ... ... ..c a.. SaO 

»s. AS. CI, Tbr l,s V.l C.U Ser I.e Pro Pro Asp L,s Ar. As. Me. 
305 "» 

... .,c CO. tl. .1. ..c C l.t cU ac. cc. ... ... ..c .cc Ul 1008 

j i n. t„ u. a,, t. v., a,. Pb. 

J25 330 535 

\u ... CC ..c .ca ... .c. .0. .e. ... 'c. ^' 

ne ^, U. G„ A,, v., Se, *.. A.. V., Me. Ser Ser , Asp Ser 



350 
340 

,c. ... C. .« .c. .to. .c. ... .1. .c. cac aac a.e ... .a. c.c 
lei v.. Le« ser A.. Al. Ser «e. Pbe Al. His As„ He trp In Leu 



1104 



355 



360 



n oaa siaa eaa gtg ala att gig atg aga 
ara att cgc cct cac gcg tct gaa aaa gaa giB <» 

;MUAr.Pr.B.s A,. Ser C.« L,s G.u Va, He ... V.> Me. Ar. 



1152 



370 



375 



1200 



1248 



..a .00 ..c ..c ... ... ... a.c a., ^ca aco a.o ... .0. c.. «c 

ne AUl.eUeCvsV.. G,v He Me. AU Thr He Me. A,, leu T 

385 39» ' 

„. ca .00 ..0 ... ... C. ... ... f 

„e C. ser He T,r Olv Uu Trp T,r Leu C,s Ala Asp Leu V In 

405 

„o a.. 0.0 ..0 00. 0.. 0.. ... ... ... i'a f 

v., I.e leu Pbe Pro C.u Leu Leu C,s v.. V.l T,r Me. Pro Ar. Ser 

420 «5 *^ 

aa. .0. ... ..c .c. ... .0. ..c -a. ^'^ ^" 
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. , Aio riv Tvr Ala Val Gly Leu Val Leu Arg 
Asn Thr Tyr Gly Ser Leu Ala Gly Tyr Aia 

435 

-:r.:".;r:;:;::;r;:r;;;:r:: 

450 

eca ..i .a. ... ^ ^'a <" ^ Z t m1 

J T,r Thr Asp 0>, Va> Gl. T,r Phe Pro P.e Ars Th, Thr U 

465 "« 

. lar att gta tca ata caa teg gag 
,u .c. tca a.g .0. ac. c a 8 

net Leu ser Ser Mel Ala Thr lie Tvr He Val 

48S 

aas 0.8 ..c .» .Ci «. ..8 .c. CC8 8.8 .88 8.C 8.a ..S 88. 
Z n. L,s ser O,, Ar8 U« Ser Pro 01. trp A.P a Me. 0„ 



1392 



1440 



1488 



1536 



500 



505 



,a"v.' AS. Pro U. Pr. ser ASP Va, 

515 

530 

Thr Pro Ala Pro Val His Pro Asn Gin Gin Pro 



1584 



1632 



1680 



545 



550 



555 



-''•"•"n''rrpr. ::::::::: 

Leu Leu His Pro Tyr Ser Asp Gin Ser lyr 
565 ^'^^ 



1728 
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<210> 2 
<211> 576 

<2I2> PRT 

<213> Caenorhabditis elegans 



<400> 2 



Me 



t Ala ASP Leu Leu Glv He Val Ala He Val Phe Phe Tyr Val Leu 



10 



15 



lie Leu val Val Gly He Trp Ala Gly Arg Lys Ser Lys Ser Ser Lys 



20 



25 



30 



Glu Leu Glu Ser Glu Ala Gly Ala Ala Thr Glu Glu Val Met Leu Ala 



35 



40 



45 



Gly Arg Asn He Gly Thr Leu Val Gly He Phe Thr Mel Thr Ala Thr 



50 



55 



60 



Trp Val Gly Gly Ala Tyr He Asn Gly Thr Ala Glu Ala Leu Tyr Asn 

70 75 80 



65 

Gly Gly Leu Leu Gly Cys Gin Ala Pro Val Gly Tyr Ala He Ser Leu 

85 90 95 

Val Met Gly Gly Leu Leu Phe Ala Lys Lys Met Arg Glu Glu Gly Tyr 



105 110 



100 

lie Thr Met Leu Asp Pro Phe Gin His Lys Tyr Gly Gin Arg He Gly 



115 120 125 

Gly Leu Met Tyr Val Pro Ala Leu Leu Gly Glu Thr Phe Trp Thr Ala 

no 135 HO 

Ala He Leu Ser Ala Leu Gly Ala Thr Leu Ser Val He Leu Gly He 
145 150 160 

ASP Met Asn Ala Ser Val Thr Leu Ser Ala Cys He Ala Val Phe Tyr 

165 170 1'^^ 

Thr Phe Thr Gly Gly Tyr Tyr Ala Val Ala Tyr Thr Asp Val Val Gin 



185 190 



180 

Leu Phe Cys He Phe Val Gly Leu Trp Val Cys Val Pro Ala Ala Met 
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195 200 



Val His ASP Glv Ma Lys Asp He Ser Arg Asn Ala Gly Asp Trp He 

210 215 220 

Gly Glu lie Gly Gly Phe Lys Glu Thr Ser Le« Trp He Asp Cys Met 

225 

Leu Leu Leu 



235 240 



225 

val Phe Gly Gly He Pro Trp Gin Val Tyr Phe Gin Arg 



250 255 



245 

val Leu ser Ser Lys Thr Ala His Gly Ala Gin Thr Leu Ser Phe Val 

260 265 270 

Ala Gly Val Gly Cys He Leu Met Ala He Pro Pro Ala Leu He Gly 

275 ■ 280 285 

Ala He Ala Arg Asn Thr Asp Trp Arg Mel Thr Asp Tyr Ser Pro Trp 

290 295 300 

Asn Asn Gly Thr Lys Val Glu Ser He Pro Pro Asp Lys Arg Asn Met 
305 310 315 320 

val Val Pro Leu Val Phe Gin Tyr Leu Thr Pro Arg Trp Val Ala Phe 

325 330 335 

lie Gly Leu Gly Ala Val Ser Ala Ala Val Met Ser Ser Ala Asp Ser 



340 



345 



350 



ser val Leu Ser Ala Ala Ser Met Phe Ala His Asn He Trp Lys Leu 

355 360 365 

Thr He Arg Pro His Ala Ser Glu Lys Glu Val He He Val Met Arg 



370 



375 380 



„e »la 11. Ue C,s Val CI, U. Me. AU Thr U. «e, Ala U« thr 

385 

He Gin Ser 



395 400 



385 390 

lie Tyr Gly Leu Trp Tyr Leu Cys Ala Asp Leu Val Tyr 



405 



410 



415 



Val He Leu Phe Pro Gin Leu Leu Cys Val Val Tyr Met Pro Arg Ser 

420 425 430 

Asn Thr Tyr Gly Ser Leu Ala Gly Tyr Ala Val Gly Leu Val Leu Arg 

435 ''^ 
Leu He Gly Gly Glu Pro Leu Val Ser Leu Pro Ala Phe Phe H.s Tyr 



iqi; 460 
450 455 



Pro Tvr Thr Asp Gl, Val Gl. T,r Pho Pro Ph. Arg Thr Thr AU 
466 "0 475 480 
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Met Leu Ser Ser Met Ala Thr He Tyr He Val Ser He Gin Ser Glu 

485 490 495 

Lys Leu Phe Lys Ser Gly Arg Leu Ser Pro Glu Trp Asp Val Met Gly 

500 505 510 

Cys val Val Asn lie Pro He Asp His Val Pro Leu Pro Ser Asp Val 

515 520 525 

Ser Phe Ala Val Ser Ser Glu Thr Leu Asn Met Lys Ala Pro Asn Gly 

530 535 540 

Thr Pro Ala Pro Val His Pro Asn Gin Gin Pro Ser Asp Glu Asn Thr 
-545 550 555 560 

Leu Leu His Pro Tyr Ser Asp Gin Ser Tyr Tyr Ser Thr Asn Ser Asn 
565 



570 575 



<210> 3 
<211> 1743 
<212> DNA 

<213> Rattus norvegicus 

<220> 

<221> CDS 

<222> (1).. (1743) 



<400> 3 ^ 

atg cct ttc cat gta gaa gga eta gta gcg att ate clg tic tac ctt 

Met Pro Phe His Val Glu Gly Leu Val Ala He He Leu Phe Tyr Leu 
1 5 



10 15 



ctt ata ttt ctg gtt gga ata tgg get gca tgg aaa acc aaa aac age 
Leu lie Phe Leu Val Gly He Trp Ala Ala Trp Lys Thr Lys Asn Ser 
20 25 30 

ggt aat gca gaa gaa cgc age gaa gee ate ata gtt ggg gge cga gac 
Gly Asn Ala Glu Glu Arg Ser Glu Ala He He Val Gly Gly Arg Asp 



48 



96 



144 
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40 45 



35 

att ggt Itg ttg gtt ggt ggl ttt acc atg aca gcc acc tgg gtl gga 192 

lie Gly Leu Leu Val Gly Gly Phe Thr Met Thr Ala Thr Trp Val Gly 
50 55 60 

gga ggt tac ate aac ggg aca gel gaa gea gtt tat ggg cca ggt tgt 240 
Gly Gly Tyr He Asn Gly Thr Ala Glu Ala Val Tyr Gly Pro Gly Cys 
65 TO T5 80 

ggt eta get get eag gea eee att gga tat let ctg agt ctg att 288 
Gly Leu Ala Trp Ala Gin Ala Pro He Gly Tyr Ser Leu Ser Leu He 
85 90 

Ita ggt gge etg ttt ttt gea aaa cct atg cgt tec aag gga tat gtg 336 
Leu Gly Gly Leu Phe Phe Ala Lys Pro Met Arg Ser Lys Gly Tyr Val 

100 105 no 



act atg tta gae ccg ttt caa cag ate tat gga aag ege atg ggt ggg 
Thr Met Leu Asp Pro Phe Gin Gin He Tyr Gly Lys Arg Met Gly Gly 
115 



384 



120 125 



ctg etg ttc ate eet gea ctg atg gga gag atg ttc tgg get gea gea 
Leu Leu Phe He Pro Ala Leu Met Gly Glu Met Phe Trp Ala Ala Ala 



432 



130 



135 140 



480 



att ttc tct gea tta ggg get acc ate age gla ate att gat gtg gat 
lie Phe ser Ala Leu Gly Ala Thr He Ser Val He lie Asp Val Asp 
145 150 155 160 

gtg aac ata teg gtc att gte tec gea etc att gee att ett tat acc 
val Asn He Ser Val He Val Ser Ala Leu He Ala He Leu Tyr Thr 
165 170 

etc gtg gga ggg etc tac let gtg gea tat act gat gtt gta eag eta 576 



528 
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leu Val Gly Gly Leu Tyr Ser Val Ala Tyr Thr Asp Val Val Gin Leu 
180 



185 



Itc Igc att ttt ata gga ttg tgg ate agt gtc cca ttt gcc ctg tea 
Phe Cys He Phe He Gly Leu Trp He Ser Val Pro Phe Ala Leu Ser 
195 200 205 

cat ccl gca gtc acc gac att gga tic act get gtg cat get aaa tac 
His Pro Ala Val Thr Asp He Gly Phe Thr Ala Val His Ala Lys Tyr 
<. 210 215 220 



624 



672 



cag agt cce tgg ctg gga acc att gaa tea gtt gaa gtc tac acc tgg 
Gin ser Pro Trp Leu Gly Thr He Glu Ser Val Glu Val Tyr Thr Trp 
225 230 



720 



235 240 



ctt gat aat ttt ctg ttg ttg atg ctg ggt gga ata cca tgg caa gcc 
Leu ASP Asn Phe Leu Leu Leu Met Leu Gly Gly He Pro Trp Gin Ala 
245 250 255 

tac ttc cag agg gtc etc tct tea teg tea gcg acc tat get cag gtg 
Tyr Phe Gin Arg Val Leu Ser Ser Ser Ser Ala Thr Tyr Ala Gin Val 
260 265 270 

ctg tee ttc ctg gca get ttt ggg tgc ctg gtg atg get eta cca gcc 
Leu Ser Phe Leu Ala Ala Phe Gly Cys Leu Val Met Ala Leu Pro Ala 
275 280 285 

att tgc att ggg gcc att gga gcc tec aca gac tgg aac caa act gca 
lie cys He Gly Ala He Gly Ala Ser Thr Asp Trp Asn Gin Thr Ala 
290 295 300 



768 



816 



864 



912 



tat ggg ttt cca gat cce aag ace aag gag gaa gca gac atg alt etc 
Tyr Gly Phe Pro Asp Pro Lys Thr Lys Glu Glu Ala Asp Met He Leu 
305 310 



960 



315 320 
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ccg att g.tcta cag tac clc tgc ccl gtg tac att Icc Itc Ul ggg 
Pro lie val Leu Gin Tyr Leu Cys Pro Val Tyr He Ser Phe Phe Gly 
325 



1008 



330 



cltggt get gtl tot get get gtc atg tec teg get gae tea lee ate 
Leu Gly Ala Val Ser Ala Ala Val Met Ser Ser Ala Asp Ser Ser He 
340 



1056 



345 350 

eta tea gea agt tee atg ttt get egg aat ate tae eag ett tee tte 
Leu ser Ala Ser Ser Met Phe Ala Arg Asn He Tyr Gin Leu Ser Phe 
:\5'6 360 365 

aga eaa aat gea tea gae aag gaa att gtg tgg gte atg agg ate aet 
Arg Gin Asn Ala Ser Asp Lys Glu He Val Trp Val Met Arg He Thr 
370 375 380 



1104 



1152 



gtg ttt gtg ttt gga gea tet gea aea gee atg gee ttg ete aeg aag 
val Phe Val Phe Gly Ala Ser Ala Thr Ala Met Ala Leu Leu Thr Lys 
385 390 395 

aet gtg tat ggg ete tgg tae etg age tet gae ett gte tae ate ate 
Thr Val Tyr Gly Leu Trp Tyr Leu Ser Ser Asp Leu Val Tyr He He 
405 410 415 

ate tte eea eag etg ete tgt gta ete tte ate aaa gga aec aae aet 
He Phe Pro Gin Leu Leu Cys Val Leu Phe He Lys Gly Thr Asn Thr 
420 «5 430 

tat ggg gea gtt get ggt tat att ttt gga ett tte etg aga att aee 
Tyr Gly Ala Val Ala Gly Tyr He Phe Gly Leu Phe Leu Arg He Thr 
435 440 445 

gga gga gag eea tat eta tae ttg eag eee tta ate tte tae eet ggt 
Gly Gly Glu Pro Tyr Leu Tyr Leu Gin Pro Leu He Phe Tyr Pro Gly 



1200 



1248 



1296 



1344 



1392 



450 



455 460 
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,at l,c cd gac aag ..1 ffil ata lac aa, cag agg Uc cca tu aaa 
t„ T,, Pro A„ L,s M. Gl, He T„ As„ Arg Phe Pro Ph= vs 
465 



1440 



ae, dc .cc a,g gt. acc lea Uc acc aac all Igl g.t -cc la' 
nr leu S.r »el Val tlir Se, PHe Phe Thr As„ lie C,s Val S.r T,r 

485 



1488 



490 



^cla gcc aag tat eta ttt gaa agt gga acc tig cct cca aaa tta gat 
Leu Ala Lvs Tyr Leu Phe Glu Ser Gly Thr Leu Pro Pro Lys Leu Asp 
500 



1536 



505 



ata ttt gat get gtt gtc tea agg cae agt gaa gag aac atg gae aag 
lie Phe ASP Ala Val Val Ser Arg His Ser Glu Glu Asn Met Asp Lys 
515 



1584 



520 525 



aee .11 c.a gle ag. aal gaa aac ale aaa Ua aal gaa cl. gca cc. 
Thr lie leu Val Arg Asn Glu Asn lie lvs leu Asn Glu leu Ala Pro 

roc 540 

530 535 

gla aag cc, cga cag age cla acc clc ag, lea ac. Uc ace aa. ..a 
al l,s Pro Arg Cln Ser leu Thr leu Ser Ser Thr Phe Thr Asn , 
545 "0 

. *4 irr act cca gag gga tct ggg act gaa 
gag get etc ctt gat gtt gat Ice agt cca gdu . 

.VI A«n <;pr Ser Pro Glu Gly Ser Gly Thr Glu 
Glu Ala Leu Leu Asp Val Asp Ser ber rro uiu 

565 570 575 



gat aac tta caa tga 
Asp Asn Leu Gin 
580 



1632 



1680 



1728 



1743 



<210> 4 
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<2n> 580 
<212> PRT 

<213> Rait us norvegicus 



<400> 4 , , 

Met Pro Phe His Val Glu Gly Leu Val Ala lie He Leu Phe Tyr Leu 

1 5 10 

Leu lie Phe Leu Val Gly He Trp Ala Ala Trp Lys Thr Lys Asn Ser 

20 25 30 

Gly Asn Ala Glu Glu Arg Ser Glu Ala He lie Val Gly Gly Arg Asp 



35 



40 



45 



He Gly Leu Leu Val Gly Gly Phe Thr Met Thr Ala Thr Trp Val Gly 



50 



55 60 



Gly Gly Tyr lie Asn Gly Thr Ala Glu Ala Val Tyr Gly Pro Gly Cys 

65 



7«; 80 
70 '° 



90 95 



85 

Leu Phe Phe Ala Lys Pro Met Arg Ser Lys Gly Tyr Val 



Gly Leu Ala Trp Ala Gin Ala Pro He Gly Tyr Ser Leu Ser Leu He 
Leu Gly Gly 
Thr Me 
Leu Leu Phe 



,00 105 no 

I Leu Asp Pro Phe Gin Gin He Tyr Gly Lys Arg Mel Gly Gly 
115 120 125 

He Pro Ala Leu Met Gly Glu Met Phe Trp Ala Ala Ala 



135 140 



130 „ . , 

He Phe Ser Ala Leu Gly Ala Thr He Ser Val He He Asp Val Asp 

145 150 

Val Asn He Ser Val He Val Ser Ala Leu He Ala He Leu Tyr Thr 



165 



170 



175 



Leu Val Gly Gly Leu Tyr Ser Val Ala Tyr Thr Asp Val Val Gin Leu 



180 



185 



190 



Phe Cys He Phe He Gly Leu Trp He Ser Val Pro Phe Ala Leu Ser 



195 



200 



205 



His Pro Ala Val Thr Asp He Gly Phe Thr Ala Val His Ala Lys Tyr 



210 



215 



220 



Gin ser Pro Trp Leu Gly Thr He Glu Ser Val Glu Val Tyr Thr Trp 
225 230 235 240 
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Leu ASP Asn Phe Leu Leu Leu Met Leu Gly Gly He Pro Trp Gin Ala 

245 250 
Tyr Phe Gin Arg Val Leu Ser Ser Ser Ser Ala Thr Tyr Ala Gin Val 



265 270 



260 

Leu ser Phe Leu Ala Ala Phe Gly Cys Leu Val Met Ala Leu Pro Ala 



280 285 



275 

lie Cys lie Gly Ala lie Gly Ala Ser Thr Asp Trp Asn Gin Thr Ala 

290 295 300 

Tyr Gly Phe Pro Asp Pro Lys Thr Lys Glu Glu Ala Asp Met He Leu 
^05 310 315 320 

Pro He Val Leu Gin Tyr Leu Cys Pro Val Tyr He Ser Phe Phe Gly 



325 



330 



335 



Leu Gly Ala Val Ser Ala Ala Val Met Ser Ser Ala Asp Ser Ser He 



340 



345 



350 



Leu Ser Ala. Ser Ser Met Phe Ala Arg Asn He Tyr Gin Leu Ser Phe 



355 



360 



365 



Arg Gin Asn Ala Ser Asp Lys Glu He Val Trp Val Mel Arg He Thr 

370 375 380 

val Phe Val Phe Gly Ala Ser Ala Thr Ala Met Ala Leu Leu Thr Lys 
385 390 395 400 

Thr Val Tyr Gly Leu Trp Tyr Leu Ser Ser Asp Leu Val Tyr He He 

405 410 415 

lie Phe Pro Gin Leu Leu Cys Val Leu Phe He Lys Gly Thr Asn Thr 

420 425 430 

Tyr Gly Ala Val Ala Gly Tyr He Phe Gly Leu Phe Leu Arg He Thr 

435 440 445 

Gly Gly Glu Pro Tyr Leu Tyr Leu Gin Pro Leu He Phe Tyr Pro Gly 

450 455 460 

Tyr Tyr Pro Asp Lys Asn Gly He Tyr Asn Gin Arg Phe Pro Phe Lys 
465 470 475 480 

Thr Leu Ser Mel Val Thr Ser Phe Phe Thr Asn He Cys Val Ser Tyr 

485 490 495 

Leu Ala Lys Tyr Leu Phe Glu Ser Gly Thr Leu Pro Pro Lys Leu Asp 

500 505 
He Phe ASP Ala Val Val Ser Arg His Ser Glu Glu Asn Mel Asp Lys 
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515 520 525 

Thr lie Leu Val Arg Asn Glu Asn He Lys Leu Asn Glu Leu Ala Pro 

530 535 540 

Val Lys Pro Arg Gin Ser Leu Thr Leu Ser Ser Thr Phe Thr Asn Lys 
545 550 555 560 

Glu Ala Leu Leu Asp Val Asp Ser Ser Pro Glu Gly Ser Gly Thr Glu 



565 570 575 



Asp Asn Leu Gin 
580 



<210> 5 
<211> 1743 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1).. (1743) 



<400> 5 

atg get ttc cat gtg gaa gga ctg ata get ate ate gtg ttc tac ctt 48 

Met Ala Phe His Val Glu Gly Leu lie Ala lie lie Val Phe Tyr Leu 
1 5 10 

eta att ttg etg gtt gga ata tgg get gee tgg aga acc aaa aac agt 96 
Leu He Leu Leu Val Gly lie Trp Ala Ala Trp Arg Thr Lys Asn Ser 
20 25 30 

ggc age gca gaa gag cgc age gaa gee ate ata gtt ggt ggc cga gal 144 
Gly Ser Ala Glu Glu Arg Ser Glu Ala He He Val Gly Gly Arg Asp 
35 40 45 



att ggt tta ttg gtt ggt gga ttt ace atg aca get ace tgg gte gga 



192 
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He Gly Leu Leu Val Gly Gly Phe Thr Met Thr Ala Thr Trp Yal Gly 
50 55 60 

gga ggg tat ate aat ggc aca get gaa gca gtt tat gta oca ggt tat 
Gly Gly Tyr He Asn Gly Thr Ala Glu Ala Val Tyr Val Pro Gly Tyr 
65 70 75 80 

ggc eta get tgg get eag gea eea alt gga tat tct ett agt ctg att 
Gly Leu Ala Trp Ala Gin Ala Pro He Gly Tyr Ser Leu Ser Leu He 
85 90 ^5 

tta ggt ggc ctg ttc ttt gca aaa cct atg cgt tea aag ggg tat gtg 
Leu Gly Gly Leu Phe Phe Ala Lys Pro Met Arg Ser Lys Gly Tyr Val 
100 105 no 

ace atg tta gac ccg ttt cag caa ate tat gga aaa cgc atg gge gga 
Thr Met Leu Asp Pro Phe Gin Gin He Tyr Gly Lys Arg Met Gly Gly 
115 120 125 

cte ctg ttt att cet gca ctg atg gga gaa atg ttc tgg gel gca gca 
Leu Leu Phe lie Pro Ala Leu Met Gly Glu Met Phe Trp Ala Ala Ala 
130 135 

att ttc tct get ttg gga gee acc ate age gig ate ate gal gtg gal 
He Phe Ser Ala Leu Gly Ala Thr He Ser Val He He Asp Val Asp 
145 150 155 160 

atg cac att tct gtc ate ale tct gca cte att gee aet elg tae aca 
Met His He Ser Val He He Ser Ala Leu He Ala Thr Leu Tyr Thr 
165 170 175 

ctg gtg gga ggg cte tat tet gtg gee tac aet gat gtc gtt cag etc 
Leu Val Gly Gly Leu Tyr Ser Yal Ala Tyr Thr Asp Val Val Gin Leu 
180 185 190 
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ttt tgc atl til gla ggg clg tgg ate age gtc ccc ttt gca ttg tea 
Phe Cys He Phe Val Gly Leu Trp He Ser Val Pro Phe Ala Leu Ser 
195 200 205 

cat cet gca gtc gca gae ate ggg ttc act get gig eat gee aaa tac 
His Pro Ala Val Ala Asp lie Gly Phe Thr Ala Val His Ala Lys Tyr 
210 215 220 

caa aag ceg tgg ctg gga act gtt gae tea tct gaa gtc tac tct tgg 
Gin Lys Pro Trp Leu Gly Thr Val Asp Ser Ser Glu Val Tyr Ser Trp 
225 230 235 240 



624 



c 



672 



720 



,tt gat agt tit ctg tig ttg atg ctg ggt gga ate cca tgg caa gca 
Leu ASP Ser Phe Leu Leu Leu Met Leu Gly Gly He Pro Trp Gin Ala 
245 250 255 

tac ttt cag agg gtt etc tct tct tec tea gee ace tat get caa gig 
Tyr Phe Gin Arg Val Leu Ser Ser Ser Ser Ala Thr Tyr Ala Gin Val 
260 265 270 

ctg tee ttc ctg gca get ttc ggg tgc ctg gtg atg gee ate cca gcc 
Leu Ser Phe Leu Ala Ala Phe Gly Cys Leu Val Mel Ala He Pro Ala 
275 280 285 

ata etc att ggg gee alt gga gca tea aca gae tgg aac cag act gca 
He Leu He Gly Ala He Gly Ala Ser Thr Asp Trp Asn Gin Thr Ala 
290 295 300 

tat ggg clt eca gat ccc aag act aca gaa gag gca gae atg att Ha 
Tyr Gly Leu Pro Asp Pro Lys Thr Thr Glu Glu Ala Asp Met He Leu 
305 310 315 320 

eca att gtt clg cag tal etc tgc cct gtg tat atl tct He ttt ggt 
Pro He Val Leu Gin Tyr Leu Cys Pro Val Tyr He Ser Phe Phe Gly 
325 330 335 
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ctt ggt gca gtt tct get get gtt atg tea tea gca gat let tee ate 
Leu Gly Ala Val Ser Ala Ala Val Mel Ser Ser Ala Asp Ser Ser lie 
340 345 350 

ttg tea gea agt tec atg ttt gea egg aac ate tac cag ctt tec Itc 
Leu Ser Ala Ser Ser Met Phe Ala Arg Asn lie Tyr Gin Leu Ser Phe 
355 360 365 

^aga caa aat get teg gac aaa gaa ate gtt tgg gtt atg cga ate aca 
Arg Gin Asn Ala Ser Asp Lys Glu He Val Trp Val Met Arg it^.thr 
370 375 380 

gtg ttt gtg tit gga gca let gca aca gcc atg gee ttg ctg acg aaa 
Val Phe Val Phe Gly Ala Ser Ala Thr Ala Met Ala Leu Leu Thr Lys 
385 390 395 400 

act gtg tat ggg etc tgg tac etc agt tct gac ctt gtt tac ate gtt 
Thr Val Tyr Gly Leu Trp Tyr Leu Ser Ser Asp Leu Val Tyr lie Val 
405 410 415 

ate ttc cce cag ctg ctt tgt gta etc ttt gtt aag gga ace aac acc 
He Phe Pro Gin Leu Leu Cys Val Leu Phe Val Lys Gly Thr Asn Thr 
420 425 430 

tat ggg gee gtg gea ggt tat gtt tct ggc etc ttc ctg aga ata act 
Tyr Gly Ala Val Ala Gly Tyr Val Ser Gly Leu Phe Leu Arg He Thr 
435 440 445 

gga ggg gag cca tat ctg tat ctt cag cce ttg ate ttc tac cct ggc 
Gly Gly Glu Pro Tyr Leu Tyr Leu Gin Pro Leu He Phe Tyr Pro Gly 
450 455 460 

tat tac cct gat gat aat ggt ata tat aat cag aaa ttt cca ttt aaa 
Tyr Tyr Pro Asp Asp Asn Gly He Tyr Asn Gin Lys Phe Pro Phe Lys 



1056 



1104 



1152 



1200 



1248 



1296 



1344 



1392 



1440 



1 8/2 9 



i o a i^B!b> « ^ ^ ' 

PCT/JPOO/05545 



WO 01/16315 

465 470 475 480 

aca ctt gcc atg git aca tea ttc tla acc aac att tgc ate tec tat 
Thr Leu Ala Met Val Thr Ser Phe Leu Thr Asn He Cys He Ser Tyr 
485 490 495 

eta gee aag tat eta ttt gaa agt gga aee ttg eea ccl aaa tta gat 
Leu Ala Lys Tyr Leu Phe Glu Ser Gly Thr Leu Pro Pro Lys Leu Asp 
500 505 510 

gta ttt gat get gtt gtt gca aga cac agt gaa gaa aac alg gat aag 
Val Phe Asp Ala Yal Val Ala Arg His Ser Glu Glu Asn Met Asp Lys 
515 520 525 

aca att ctt gtc aaa aat gaa aat att aaa tta gat gaa ctt gca ctt 
Thr lie Leu Val Lys Asn Glu Asn He Lys Leu Asp Glu Leu Ala Leu 
530 535 540 

gtg aag cca cga cag age atg aee etc age tea act tte ace aat aaa 
Val Lys Pro Arg Gin Ser Met Thr Leu Ser Ser Thr Phe Thr Asn Lys 
545 550 555 560 

gag gee tte ctt gat gtt gat tec agt cca gaa ggg let ggg act gaa 
Glu Ala Phe Leu Asp Val Asp Ser Ser Pro Glu Gly Ser Gly Thr Glu 
565 570 575 

gal aat tta cag tga 
Asp Asn Leu Gin 
580 



1488 



1536 



1584 



1632 



1680 



1728 



1743 



<210> 6 
<2H> 580 
<212> PRT 
<213> Homo sapiens 
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<400> 6 

Met Ala Phe His Val Glu Gly Leu lie Ala He He Val Phe Tyr Leu 

15 10 15 

Leu He Leu Leu Val Gly He Trp Ala Ala Trp Arg Thr Lys Asn Ser 

20 25 30 

Gly Ser Ala Glu Glu Arg Ser Glu Ala He He Val Gly Gly Arg Asp 

35 40 45 

He Gly Leu Leu Val Gly Gly Phe Thr Met Thr Ala Thr Trp Val Gly 

50 55 60 ^ 

Gly Gly Tyr He Asn Gly Thr Ala Glu Ala Val Tyr Val jro Gly Tyr 
65 70 75 80 

Gly Leu Ala Trp Ala Gin Ala Pro He Gly Tyr Ser Leu Ser Leu He 

85 90 95 

Leu Gly Gly Leu Phe Phe Ala Lys Pro Met Arg Ser Lys Gly Tyr Val 

100 105 HO 

Thr Met Leu Asp Pro Phe Gin Gin He Tyr Gly Lys Arg Met Gly Gly 

115 120 125 

Leu Leu Phe He Pro Ala Leu Met Gly Glu Met Phe Trp Ala Ala Ala 

130 135 140 

He Phe Ser Ala Leu Gly Ala Thr He Ser Val He He Asp Val Asp 
145 150 155 160 

Met His He Ser Val He He Ser Ala Leu He Ala Thr Leu Tyr Thr 

165 170 175 

Leu Val Gly Gly Leu Tyr Ser Val Ala Tyr Thr Asp Val Val Gin leu 

180 185 190 

Phe Cys He Phe Val Gly Leu Trp He Ser Val Pro Phe Ala Leu Ser 

195 200 205 

His Pro Ala Val Ala Asp He Gly Phe Thr Ala Val His Ala Lys Tyr 

210 215 220 

Gin Lys Pro Trp Leu Gly Thr Val Asp Ser Ser Glu Val Tyr Ser Trp 
225 230 235 240 

Leu Asp Ser Phe Leu Leu Leu Met Leu Gly Gly He Pro Trp Gin Ala 

245 250 255 

Tyr Phe Gin Arg Val Leu Ser Ser Ser Ser Ala Thr Tyr Ala Gin Val 



2 0/2 9 



4 



WO01/1631S 



PCT/JP00/0SS45 



260 265 270 

Leu Ser Phe Leu Ala Ala Phe Gly Cys Leu Val Mel Ala He Pro Ala 

275 280 285 

He Leu He Gly Ala He Gly Ala Ser Thr Asp Trp Asn Gin Thr Ala 

290 295 300 

Tyr Gly Leu Pro Asp Pro Lys Thr Thr Glu Glu Ala Asp Met He Leu 
305 310 315 320 

Pro He Val Leu Gin Tyr Leu Cys Pro Val Tyr He Ser Phe Phe Gly 

325 330 335 

Leu Gly Ala Val Ser Ala Ala Val Met Ser Ser Ala Asp Ser Ser He 

340 345 350 

Leu Ser Ala Ser Ser Met Phe Ala Arg Asn He Tyr Gin Leu Ser Phe 

355 360 365 

Arg Gin Asn Ala Ser Asp Lys Glu He Val Trp Val Met Arg He Thr 

370 375 380 

Val Phe Val Phe Gly Ala Ser Ala Thr Ala Met Ala Leu Leu Thr Lys 
385 390 395 400 

Thr Val Tyr Gly Leu Trp Tyr Leu Ser Ser Asp Leu Val Tyr He Val 

405 410 415 

He Phe Pro Gin Leu Leu Cys Val Leu Phe Val Lys Gly Thr Asn Thr 

420 425 430 

Tyr Gly Ala Val Ala Gly Tyr Val Ser Gly Leu Phe Leu Arg He Thr 

435 440 445 

Gly Gly Glu Pro Tyr Leu Tyr Leu Gin Pro Leu He Phe Tyr Pro Gly 

450 455 460 

Tyr Tyr Pro Asp Asp Asn Gly He Tyr Asn Gin Lys Phe Pro Phe Lys 
465 470 475 480 

Thr Leu Ala Met Val Thr Ser Phe Leu Thr Asn He Cys He Ser Tyr 

485 490 495 

Leu Ala Lys Tyr Leu Phe Glu Ser Gly Thr Leu Pro Pro Lys Leu Asp 

500 505 510 

Val Phe Asp Ala Val Val Ala Arg His Ser Glu Glu Asn Met Asp Lys 

515 520 525 

Thr He Leu Val Lys Asn Glu Asn He Lys Leu Asp Glu Leu Ala Leu 
530 535 540 
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Val Lys Pro Arg Gin Ser Met Thr Leu Ser Ser Thr Phe Thr Asn Lys 
545 550 555 560 

Glu Ala Phe Leu Asp Val Asp Ser Ser Pro Glu Gly Ser Gly Thr Glu 
565 570 575 

Asp Asn Leu Gin 
580 



X210> 7 
<211> 1743 
<212> DNA 
<213> Mus musculus 

<220> 

<221> CDS 

<222> (1).. (1743) 



<400> 7 

atg tct ttc cac gta gaa gga ctg gla get att ate etc ttc tac etc 48 

Met Ser Phe His Val Glu Gly Leu Val Ala lie lie Leu Phe Tyr Leu 

15 10 15 

ett ata lit clg gtt gga ata tgg get gea tgg aaa acc aaa aae age 96 
Leu He Phe Leu Val Gly He Trp Ala Ala Trp Lys Thr Lys Asn Ser 
20 25 30 



ggc aae cea gaa gag cae agl gaa gee ate ata gtc ggg ggc cgt gae 
Gly Asn Pro Glu Glu His Ser Glu Ala He He Val Gly Gly Arg Asp 
35 40 45 



144 



att ggt ttg ttg gll ggt ggt tit acc atg aca gee acc tgg gtt gga 192 
He Gly Leu Leu Val Gly Gly Phe Thr Met Thr Ala Thr Trp Val Gly 
50 55 60 
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gga ggc tac ale aat ggg aca gca gaa gca gtg Ul ggg cca ggt Igt 



240 



Glv Gly Tyr lie Asn Gly Thr Ala Glu Ala Val Tyr Gly Pro Gly Cys 
65 



70 75 80 



ggt eta get tgg get eag gca eec att gga tat tet etg agt eta att 
Gly Leu Ala Trp Ala Gin Ala Pro He Gly Tyr Ser Leu Ser Leu He 
85 90 

tta ggt ggt etg ttt ttt gcg aaa cct atg cgt tee aag gga tat gtg 
Leu Gly Gly Leu Phe Phe Ala Lys Pro Mel Arg Ser Lys Gly Tyr Val 
,00 105 110 

act atg tta gac cca III caa eag ale lal gga aag cgc atg ggl ggg 
Thr Met Leu Asp Pro Phe Gin Gin lie Tyr Gly Lys Arg Met Gly Gly 
115 120 125 

cig ele lie ale eel gca etg atg gga gag atg He tgg get gca gca 
Leu Leu Phe lie Pro Ala Leu Met Gly Glu Met Phe Trp Ala Ala Ala 
130 135 140 

alt tic tet gca Ha ggg gee acc ate age gtg ate att gat gtg gat 
lie Phe Ser Ala Leu Gly Ala Thr lie Ser Val He He Asp Val Asp 
145 150 160 

gtg aac ata teg gtc att gtc tcl gca etc alt gee all elt lal ace 
Val Asn He Ser Val He Val Ser Ala Leu He Ala He Leu Tyr Thr 
165 170 

eta gtg ggt ggg etc lac let gtg gca tat act gal gU gtc eag eta 
Leu Val Gly Gly Leu Tyr Ser Val Ala Tyr Thr Asp Val Val Gin Leu 
180 185 190 

tie tge all III ata gga etg tgg ale agt gtc cct lit gcc etg tea 
Phe Cys He Phe He Gly Leu Trp He Ser Val Pro Phe Ala Leu Ser 
195 200 205 
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cat cct gca gtc acc gac ate gga ttc aca get gtg eat get aaa tac 
His Pro Ala Val Thr Asp He Gly Phe Thr Ala Val His Ala Lys Tyr 
210 215 220 

cag agt ece tgg ctg gga aec att gaa tea gtt gaa gte tac acc tgg 
Gin Ser Pro Trp Leu Gly Thr He Glu Ser Val Glu Val Tyr Thr Trp 
225 230 235 240 

\i{ gat aat ttt ctg tta ttg atg ctg ggt gga ate cca tgg caa gee 
Leu Asp Asn Phe Leu Leu Leu Met Leu Gly:^ly He Pro Trp Gin Ala 
245 250 255 

tac ttc cag agg gtc etc tct tea tec tea gee ace tat get cag gta 
Tyr Phe Gin Arg Val Leu Ser Ser Ser Ser Ala Thr Tyr Ala Gin Val 
260 265 270 

ctg tec ttc ctg gca get ttt ggg tgc ctg gtg atg get eta ccc gee 
Leu Ser Phe Leu Ala Ala Phe Gly Cys Leu Val Met Ala Leu Pro Ala 
275 280 285 

ata tgc ata gga get att gga get tec aca gac tgg aac cag act gee 
He Cys He Gly Ala He Gly Ala Ser Thr Asp Trp Asn Gin Thr Ala 
290 295 300 

tac ggg tat cca gat ccc aag act aag gag gaa gca gac atg att etc 
Tyr Gly Tyr Pro Asp Pro Lys Thr Lys Glu Glu Ala Asp Met He Leu 
305 310 315 . 320 

ecg ate gtt ctg cag tac etc tgc cct gtg tac ate tec ttc ttt ggg 
Pro He Val Leu Gin Tyr Leu Cys Pro Val Tyr He Ser Phe Phe Gly 
325 330 335 

ctt ggt get gtt tea get get gtc atg tec tea get gac teg tec ate 
Leu Gly Ala Val Ser Ala Ala Val Met Ser Ser Ala Asp Ser Ser He 



672 
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1056 
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340 345 350 

ctg teg gcg agt tct atg ttt get egg aat ate tac eag ett tec tie 
Leu Ser Ala Ser Ser Met Phe Ala Arg Asn He Tyr Gin Leu Ser Phe 
355 360 365 

aga caa aat gea tea gac aag gaa att gtg tgg gtc atg agg ate act 
Arg Gin Asn Ala Ser Asp Lys Glu He Val Trp Val Met Arg He Thr 
370 375 380 

gtg ett gtg tie gga gea tct gca aca gee atg get Itg ctg aeg aag 
Val Leu Val Phe Gly Ala Ser Ala Thr Ala Met Ala Leu Leu Thr Lys 
385 390 395 400 

act gtg tat ggg etc tgg tac ctg age tct gac ett gtc tac ate ate 
Thr Val Tyr Gly Leu Trp Tyr Leu Ser Ser Asp Leu Val Tyr He He 
405 «0 

ate ttc cea eag ctg etc tgt gta etc ttc ate aaa gga aec aac act 
He Phe Pro Gin Leu Leu Cys Val Leu Phe He Lys Gly Thr Asn Thr 
420 425 430 

tat ggg gea gtt get ggt tat att ttt gga eta ttc ctg aga att act 
Tyr Gly Ala Val Ala Gly Tyr He Phe Gly Leu Phe Leu Arg He Thr 
435 440 445 

gga gga gag cea tat eta tac ttg cag ccc tta ate ttc tac cct ggt 
Gly Gly Glu Pro Tyr Leu Tyr Leu Gin Pro Leu lie Phe Tyr Pro Gly 
450 455 460 

tat tac tct gac aag aat ggt ata tac aat cag agg ttc cea ttt aaa 
Tyr Tyr Ser Asp Lys Asn Gly He Tyr Asn Gin Arg Phe Pro Phe Lys 
465 470 475 480 



1104 



1152 



1200 



ae 



t etc tec atg gtt ace tea ttc ttt aec aac att tgt gtt tct tat 



1248 
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Thr Leu Ser Mel Val Thr Ser Phe Phe Thr Asn He Cys Val Ser Tyr 
485 490 

eta gcc aag tat eta ttt gaa agt gga acc ttg cct cca aaa tta gat 
Leu Ala Lys Tyr Leu Phe Glu Ser Gly Thr Leu Pro Pro Lys Leu Asp 
500 505 510 

gta ttt gat get gtt gtc gca agg eac agt gaa gag aac atg gac aag 
Val Phe Asp Ala Val Val Ala Arg His Ser Glu Glu Asn Met Asp Lys 
515 520 525 

acc att eta gtc aga aat gaa aat ate aaa tta aat gaa cit gca cct 
Thr lie Leu Val Arg Asn Glu Asn lie Lys Leu Asn Glu Leu Ala Pro 
530 535 540 

gtg aaa cct egg cag age eta acc etc agt tea act tie acc aat aag 
Val Lys Pro Arg Gin Ser Leu Thr Leu Ser Ser Thr Phe Thr Asn Lys 
545 550 555 560 

gag gcc etc ett gat gtt gat tec agt eeg gag ggg let ggg act gaa 
Glu Ala Leu Leu Asp Val Asp Ser Ser Pro Glu Gly Ser Gly Thr Glu 
565 570 575 

gat aac tta caa tga 
Asp Asn Leu Gin 
580 
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<210> 8 
<211> 580 
<212> PRT 
<213> Hus mus cuius 

<400> 8 

Met Ser Phe His Val Glu Gly Leu Val Ala He He Leu Phe Tyr Leu 
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Leu He Phe Leu Val Gly He Trp Ala Ala Trp Lys Thr Lys Asn Ser 

20 25 30 

Gly Asn Pro Glu Glu His Ser Glu Ala lie He Val Gly Gly Arg Asp 

35 40 45 

He Gly Leu Leu Val Gly Gly Phe Thr Mel Thr Ala Thr Trp Val Gly 

50 55 60 

Gly Gly Tyr He Asn Gly Thr Ala Glu Ala Val Tyr Gly Pro Gly Cys 
65 70 75 80 

Gly Leu Ala Trp Ala Gin Ala Pro He Gly Tyr Ser Leu Ser Leu lie 

85 90 95 

Leu Gly Gly Leu Phe Phe Ala Lys Pro Met Arg Ser Lys Gly Tyr Val 

100 105 no 

Thr Met Leu Asp Pro Phe Gin Gin He Tyr Gly Lys Arg Met Gly Gly 

115 120 125 

Leu Leu Phe He Pro Ala Leu Met Gly Glu Met Phe Trp Ala Ala Ala 

130 135 140 

He Phe Ser Ala Leu Gly Ala Thr He Ser Val He He Asp Val Asp 
145 150 155 160 

Val Asn He Ser Val He Val Ser Ala Leu He Ala He Leu Tyr Thr 

165 170 175 

Leu Val Gly Gly Leu Tyr Ser Val Ala Tyr Thr Asp Val Val Gin Leu 

180 185 
Phe Cys He Phe He Gly Leu Trp He Ser Val Pro Phe Ala Leu Ser 

195 200 205 

His Pro Ala Val Thr Asp He Gly Phe Thr Ala Val His Ala Lys Tyr 

210 215 220 

Gin Ser Pro Trp Leu Gly Thr He Glu Ser Val Glu Val Tyr Thr Trp 
225 230 235 240 

Leu Asp Asn Phe Leu Leu Leu Met Leu Gly Gly He Pro Trp Gin Ala 

245 250 255 

Tyr Phe Gin Arg Val Leu Ser Ser Ser Ser Ala Thr Tyr Ala Gin Val 

260 265 270 

Leu Ser Phe Leu Ala Ala Phe Gly Cys Leu Val Met Ala Leu Pro Ala 
275 280 285 
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He Cys He Gly Ala He Gly Ala Ser Thr Asp Trp Asn Gin Thr Ala 

290 295 300 

Tyr Gly Tyr Pro Asp Pro Lys Thr Lys Glu Glu Ala Asp Met He Leu 
305 310 315 320 

Pro lie Val Leu Gin Tyr Leu Cys Pro Val Tyr lie Ser Phe Phe Gly 

325 330 335 

Leu Gly Ala Val Ser Ala Ala Val Met Ser Ser Ala Asp Ser Ser He 

340 345 350 

Leu Ser Ala Ser Ser Met Phe Ala Arg Asn He Tyr Gin Leu Ser Phe 

355 360 365 

Arg Gin Asn Ala Ser Asp Lys.^lu. He Val Trp Val Met Arg He Thr 

370 375' 380 

Val Leu Val Phe Gly Ala Ser Ala Thr Ala Met Ala Leu Leu Thr Lys 
385 390 395 400 

Thr Val Tyr Gly Leu Trp Tyr Leu Ser Ser Asp Leu Val Tyr He He 

405 415 
He Phe Pro Gin Leu Leu Cys Val Leu Phe He Lys Gly Thr Asn Thr 

420 425 430 

Tyr Gly Ala Val Ala Gly Tyr He Phe Gly Leu Phe Leu Arg He Thr 

435 440 445 

Gly Gly Glu Pro Tyr Leu Tyr Leu Gin Pro Leu He Phe Tyr Pro Gly 

450 455 460 

Tyr Tyr Ser Asp Lys Asn Gly He Tyr Asn Gin Arg Phe Pro Phe Lys 
465 470 475 480 

Thr Leu Ser Met Val Thr Ser Phe Phe Thr Asn He Cys Val Ser Tyr 

485 490 495 

Leu Ala Lys Tyr Leu Phe Glu Ser Gly Thr Leu Pro Pro Lys Leu Asp 

500 505 510 

Val Phe Asp Ala Val Val Ala Arg His Ser Glu Glu Asn Met Asp Lys 

515 520 525 

Thr He Leu Val Arg Asn Glu Asn He Lys Leu Asn Glu Leu Ala Pro 

530 535 540 

Val Lys Pro Arg Gin Ser Leu Thr Leu Ser Ser Thr Phe Thr Asn Lys 
545 550 555 560 



Glu 



Ala Leu Leu Asp Val Asp Ser Ser Pro Glu Gly Ser Gly Thr Glu 
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565 570 575 

Asp Asn Leu Gin 
580 
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